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http://InPORT.nih.gov (NIH login required)



Featured Tools

RePORTER

Funding Facts
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Funding Facts

NIH RePORT: report.nih.gov | RePORTER: projectreporter.nih.gov 3



RePORTER

• Useful for analyses of awarded grants only
• Can be queried by:

o FY
o IC
o Organization
o PI name
o FOA number
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o FOA number
o Study section
o Funding mechanism / activity code / type
o Keywords in project and publication abstracts
o RCDC category

• Some summary statistics available
• Data exportable for more in-depth analysis



RePORTER Query
RFA-GM-06-002, All Fiscal Years
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Summarize Search Results
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Funding by Organization
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Publications
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ExPORTER
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ExPORTER
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All project information except abstractsProject abstracts. Link to project
records by APPLICATION_ID

Publications citing support from
projects. Use LINK TABLES to link

publications to projects

Patents associated with projects in
iEdison. Link to projects by Project ID

(equal to CORE PROJECT NUM in
projects file)
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http://exporter.nih.gov/ExPORTER_Catalog.aspx

Tables with CORE PROJECT NUM – PMID
associations (many to many)



A Sampling of Tools
(Free!)
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(Free!)



Co-Authorship Networks
Centers for Innovative Wound Healing

https://sci2.cns.iu.edu/user/index.php
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Test data for concept demonstration purposes only.



R01DA012568;

R01DA021405

Co-Authorship Networks
Addiction Research
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R01DA012568;
R01DA018577 R01DA016065

R01DA024565

R01DA004334;
R01DA012568



Network Visualizations Using SPIRES Data
Co-Supported Publications

Learning Resources
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http://inport.nih.gov/iFileLink.aspx?rid=667



NIHMaps.org
http://nihmaps.org/index.php
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Google Charts
http://code.google.com/apis/chart/
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NIGMS Type 1 R01s: Percent of Awards to New PIs, By Program



Program Timelines
http://www.vertex42.com/ExcelArticles/create-a-timeline.html

ENCODE Timeline

Genome-wide analysis of transcription

factor binding sites based on ChIP-Seq

data.

Assessing computational tools for the

discovery of transcription factor binding

sites.

High-throughput localization of functional

elements by quantitative chromatin

profiling.

Gene dates, parties and galas. Symposium

on Chromatin Dynamics and Higher Order

Organization.

Next-generation DNA sequencing of paired-

end tags (PET) for transcriptome and

genome analyses.

Gene regulation in the third dimension.

ENCODE Defines Functional Elements

of the Human Genome and Challenges

Established Views

Mapping the genome landscape using

tiling array technology.

RNA maps reveal new RNA classes and a

possible function for pervasive

transcription.

Genome-wide high-resolution mapping

and functional analysis of DNA methylation

in arabidopsis.

Genetic analyses of DNA

methyltransferases in Arabidopsis thaliana.

Genome-wide analysis of protein-DNA

interactions.

Comprehensive analysis of transcriptional

promoter structure and function in 1% of

the human genome.

A mechanical basis for chromosome

function.

Recent advances in gene structure

prediction.

Chipper: discovering transcription-factor

targets from chromatin

immunoprecipitation microarrays using

variance stabilization.
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1R01HG004361-01
1R01HG004359-01

1R01HG004401-01
1R01HG004456-01
1R01HG004390-01

1R01HG004428-01

RFA HG-07-031
RFA HG-07-030

RFA HG-07-029
RFA HG-07-028

1R01HG003541-01
1R01HG003532-01

1R21HG003679-01
1R21HG003539-01
1R01HG003523-01
1R01HG003521-01

RFA HG-04-001

1U01HG003168-01

1R01HG003119-01
1U01HG003162-01
1U01HG003157-01
1U01HG003147-01

1R01HG003143-01
1R01HG003141-01
1R01HG003110-01
1R01HG003107-01

RFA HG-03-004
RFA HG-03-003

1R01HG003129-01

1U01HG003151-01
1U01HG003150-01

1U01HG003156-01
1U01HG003161-01

Jan-03 Jul-03 Jan-04 Jul-04 Jan-05 Jul-05 Jan-06 Jul-06 Jan-07 Jul-07 Jan-08 Jul-08 Jan-09 Jul-09



NodeXL
http://www.nodexlgraphgallery.org/Pages/AboutNodeXL.aspx

Fatty Acid Network
http://www.nodexlgraphgallery.org/Pages/Graph.aspx?graphID=227
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Connections among the Twitter users who tweeted
the word “Amgen.”
http://www.nodexlgraphgallery.org/Pages/Graph.aspx?graphID=283


